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GenBank #HTRIEFFHE R AT, 2K DNA WBMBEAFRHATHMI. SR M IRM2 MREK
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Analysis of proteins encoded by full-length cDNA sequence from IRM-2 mouse WANG Qin, LIU
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[ Abstract] Objective To screen and isolate radioresistance-related genes from IRM-2 mouse.
Methods Full-length ¢cDNA products were amplified by PCR from [RM-2 mouse ¢DNA library according to
twenty-one pieces of expressed sequence tags. The property of proteins encoded by full-length cDNA were
analyzed by comparing with GenBank database. Results Five pieces of full-length cDNA which were not the
same source as the known mice genes were found out from IRM-2 mouse ¢DNA library. Amino acid sequence

and property of proteins encoded by these five pieces of full-length cDNA were obtained. Conclusion Proteins

encoded by full-length cDNA imply that unkown radioresistance-related genes may exist in IRM-2 mouse.

[Key words] Library; Expressed sequence tags; Database; Nucleic acid; IRM-2 mice
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1.1 #

IRM-2 /D2 K cDNA CEEPH AT E 1R
F. BER/DEEBANEMGEEVUAEXE
Promega /A ®], pDNR-lib #{&M pCM-T &M B
%M Invitrogen 2481, 21 X5 LBETAY T
BEARFERABAH, KBHE DHSa WH
IEXBAE, EFFER. FREL-D-HAM
T FLBE T R 5-TR4--3- 05| B-D- R FLEE Il B
%E Roche A7), FENIFREHEFEE Thermo 2 A
H 7=/ PCR X, ZEE Bio-Rad 2 842 Gel Doc
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1000 B RARI
1.2 Hk
121 5%t & PCR Y1

MEHEIFH IRM-2 /M2 K cDNA LER
AHimE PSR, RIECHA 21 & EST H52
FFigit 21 34514, LASCEE ik pDNR-lib A #E
., 4515 pDNR-lib 4k b £ 7R A7 w5 i 38
FA51 ¥ M13+ 1 M13- BEXTi#E47 PCR 2K,
PCR ¥ #9244 94 CHE 30, 40 CiR K2 min,
72 CLEM 305, 30 MBI,
122 CEEH cDNA FHREHFFINE

PR 5 4 PCR 74 1 & 500~1000 bp #J
FE, #ift PCR ™=, % PCR =& A pGM-T
Hik, HEARZEKXEITE DHSa, 285 F
BEE. FHE-B-D-FACH ML I SR 4-
F -3\ B -D-EAEH K, PORBTE R REHAT
BRIt HhR R, 1 pOM-T H K& M54 17,
SP6 FHATHHIME o
1.2.3 CEED cDNA BRI

i H Phred 54 % B KR 25 AR B KT
7, i Phrab A HEITFFI PR, SHIHEF
5, B FIBA GenBank $U4E ot 47 He 3,
FHRABRIMFER. HRBH2K -DNA FEREH#TT
50 5rHr, Hiel gEmidE R RN EERITYI NG
9, T Zepfan KfEEH F K cDNA KRB R K.

2 £R

2.1 2K cDNA HwBEARKFT

WIS WA 21 4 EST B3, AR B
pDNR-lib 4R #4T PCR ¥ 184K, &id PCR =
WHBE, KIBT 5%EK DNARFFI, &5
GenBank I FEHITH T, KAKE/PMHEHEN
A . 2 GenBank YL 47, B EIATREMTE
BEARMEEMEIINT

D% 1 42K DNA FSEARME LR
MSIMDHSPTTGVVTVIVILIAIAALGALILGCWCYLR
LQRISQSEDEESIVGDGETKEPFLLVQYSAK GP CVE
RKAKLMTPNGPEVHG

@% 2 %2k oDNA HiSE B R EER TS :
MAAVSVFQPPVGGFSFDNCRRNAVLEA DFAK KGF
KLPKARKTGTTIAGVVYKDGIVLGADTRATEGM VV
ADKNCSKIHFISPNIYCCGAGTAADTDMTTQLISSNL
ELHSLTTGRLPRVVTANRMLKQMLFRYQGYIGAAL

VLGGVDVTGPHLYSIYPHGSTDKLPYVIMGSGSLAA
MAVFEDKFRPDMEEEEAKKLVSEAIAAGIFNDLG S
GSNIDLCVISKSKLDFLRPFSVPNKKGTRLGRYRCEK
GTTAVLTEKVTPLEIEVLEETVQTMDTS

3% 3 2K DNA HbSHEARM AT
MTQGVTENKKIQYQDNQTTTGLQFIETRAVLTLRSV
EEMSIGEMAGSYSFFPPPP

4 %41 cDNA SIDE RN ERMITY:
MPLPVQVFNLQGAVEPMQIDVDPQEDPQNAPDVNY
VVENPSLDLEQYAASYSGLMRIERLQFIADHCP TLR
VEALKMALSFVQRTFNVDMYEEIHRKLSEATRSSIR
ELQNAPDAIPESGVEPPALDTAWVEATRKKALLKL
EKLDTDLKNYKGNSIKESIRRGHDDLGDHYLD CG
DLSNALKCYSRARDYCTSAKHVINMCLNVIKVS VY
LQNWSHVLSYVSKAESTPEIAEQRGERDSQTQAILT
KLKCAAGLAELAARKYKQAAKCLLLASFDHCDFPE
LLSPSNVAIYGGLCALATFDRQELQRNVISSSSFKLF
LELEPQVRDIFKFYESKYASCLKMLDEMKDNLLLD
MYLAPHVRTLYTQIRNRALIQYFSPYVSADMHRMA
AAFNTTVAALEDELTQLILEGLISARVDSHSKILYAR
DVDQRSTTFEKSLLMGKEFQRRAKAMMLRAA VLR
NQIHVKSPPREGSQGELTPANSQSRMSTNM

O 5 442K cDNA HISEARNEEMFES.
MAAAVVDPQQSVVMRVANLPLVSSTYDLVSSAYVS
TKDQYPYLRSVCEMAEKGVKTVTSAAMTSALPIIQK
LEPQIAVANTYACKGLDRMEERLPILNQPTSEIVASA
RGAVTGAKDVVTTTMAGAKDSVASTV SGVVDK TK
GAVTGSVERTKSVVNGSINTVLGMVQFMNSGVDNA
ITKSELLVDQYFPLTQEELEMEAKKVEGFDMVQKPS
NYERLESLSTKLCSRAYHQALSRVKEAKQKSQETIS
QLHSTVHLIEFARKNMHSANQKIQGAQDKLYVSWV
EWKRSIGYDDTDESHCVEHIESRTLAIARNLTQQLQ
TTCQTVLVNAQGLPQNIQDQAKHLG VMAGDIYSVF
RNAASFKEVSDGVLTSSKGQLQKMKESLDEVMDYF
VNNTPLNWLVGPFYPQSTEVNKASLKVQQSEVKAQ
2.2 2K cDNA Zwi%ZE H IR A B &

133 GenBank {4 HI 7T 6E 4R A3 A R A
FEMFH, 1555 %21 DNA HBEHHHHE
EHERGFR(F D,

23 2K cDNAWRBHRK

FIF Zepfan BB, FHKS KK DNA K
REFE, H, 3545 DNA FERIEEE L
BEIRBREE?2),
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£1 IRM2 /MR 5 %21 cDNA RIEE AR ELER

e ARBEEH) A FHE EERTHM T FER ZWh B 5 4 (pH=1.0)
1 88 9497 107.9 4.99 20
2 277 29 891 107.9 8.11 40
3 55 6169 1122 441 -20
4 491 55536 113.1 6.73 1.5
5 425 46 646 109.7 6.87 1.5
£2 IRM2/R S &2K oDNA RIRBRK
W b T4

1 HFERAZE— REMES TRV TR OGS, © SR FERE MM, B L4 E AN

EHEBE5HT MRS

2 HEAMAR-FEAMARAEEY.BE 15 MEKBERRTEN. XETAVAREPLTEZAR
HANESWNFE M EEAZE, B KB ERNTURS SRR
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Zepfan B B K A H)

B TRIHENFERR RO AR X E A SN X ER

3 g
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A4k cDNA SUEARLAEIREE BN B ERFS
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o REEBRRENMTERATHRENIIGEHNER
FB N, AfFET mRNA ZRERFEBESEA
AR IEFIERY 21 & EST, MRS IRM-2 /b
B4 cDNA TEFKE T 5 42K oDNA 5.
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YR E R ERRA TR R T RN EY
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MR ERREEXRERN R FHEEHNH
Zepfan $(HEE TR 5 K2 K DNA #H B 5 ket
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